
inStrain option2

veSEQ
RVI-
seq Il 3pl Il 8pl veSEQ

RVI-
seq Il 3pl Il 8pl

0.311 0.076 1.570 1.476 0.001
0.015 0.005 0.089 0.085
0.012 0.003 0.081 0.072
24.527 23.755 23.541 23.139 0.001 0.001 0.001
0.021 0.002 0.001 0.001
0.017 0.003 0.001
71.073 68.528 71.645 72.095 0.001 0.003 0.006
0.008 0.114 0.038 0.045
0.010 0.005 0.090 0.091

0.001
0.025 0.078 0.022 0.020
0.420 0.936 0.355 0.374 0.015 0.019 0.009 0.006
0.443 1.338 0.385 0.422
0.461 0.884 0.242 0.266
0.376 0.752 0.290 0.284
0.312 0.649 0.317 0.327
0.211 0.542 0.201 0.208
0.293 0.483 0.208 0.197
0.187 0.357 0.106 0.113

0.015 0.009 0.002 0.001
0.011 0.012 0.001

0.008 0.001 0.001
0.091 0.142 0.060 0.061

0.001
0.040 0.069 0.037 0.036

0.030 0.008 0.002 0.002
0.004

0.004
0.063 0.160 0.071 0.073
0.072 0.333 0.128 0.125
0.116 0.098 0.002 0.002
0.044 0.115 0.103 0.054 0.001
0.327 0.141 0.083 0.078 2.445 0.258 0.100 0.116
0.079 0.056 0.121 0.151 0.218 0.030 0.118 0.116
0.076 0.093 0.089 0.074 0.248 0.169 0.042 0.046

0.008 0.010 0.055 0.060
0.097 0.080 0.064 0.075 0.376 0.142 0.018 0.027

0.002 0.019 0.015
0.126 0.123 0.019 0.021 1.753 0.351 0.098 0.096
0.038 0.039 0.016 0.010 0.098 0.103 0.010 0.012

0.013 0.006 0.007
20.632 36.534 40.995 39.913

0.012 0.005 0.006
1.565 3.214 3.111 3.085
7.698 8.087 10.348 10.136
4.560 5.066 3.844 4.001
5.455 5.192 4.522 4.828
6.825 4.949 3.179 3.490
1.535 2.430 1.730 1.841
3.567 3.898 3.197 3.261
0.873 1.769 1.456 1.578
1.836 1.818 1.429 1.506
2.092 2.511 2.163 2.220

0.005 0.001 0.001
0.339 0.166 0.061 0.058
29.022 20.565 22.711 22.760
0.632 0.142 0.099 0.114

Human adenovirus 1
Human adenovirus 2
Human adenovirus 5
Human adenovirus 7
Human adenovirus A

Human mastadenovirus A
Human adenovirus B1
Human adenovirus B2
Human adenovirus C
Human adenovirus E

Human adenovirus type 35
FLU A (H1N1 CAL) sgm 1
FLU A (H1N1 CAL) sgm 2
FLU A (H1N1 CAL) sgm 3
FLU A (H1N1 CAL) sgm 4
FLU A (H1N1 CAL) sgm 5
FLU A (H1N1 CAL) sgm 6
FLU A (H1N1 CAL) sgm 7
FLU A (H1N1 CAL) sgm 8
FLU A (H3N2 NY) sgm 1
FLU A (H3N2 NY) sgm 2
FLU A (H3N2 NY) sgm 3
FLU A (H3N2 NY) sgm 4
FLU A (H3N2 NY) sgm 5
FLU A (H3N2 NY) sgm 6
FLU A (H3N2 NY) sgm 7
FLU A (H3N2 NY) sgm 8

Human metapneumovirus
Human parainfluenza 1

Human parainfluenza 4a
Human rhinovirus 1

SARS-Cov2
FLU A (H1N1 PRI) sgm 1
FLU A (H1N1 PRI) sgm 2
FLU A (H1N1 PRI) sgm 3
FLU A (H1N1 PRI) sgm 4
FLU A (H1N1 PRI) sgm 5
FLU A (H1N1 PRI) sgm 6
FLU A (H1N1 PRI) sgm 7
FLU A (H1N1 PRI) sgm 8

Human orthopneumovirus A
Human coronavirus 229E
Human coronavirus HKU1
Human Coronavirus NL63
Human coronavirus OC43

FLU B sgm 1
FLU B sgm 2
FLU B sgm 3
FLU B sgm 4
FLU B sgm 5
FLU B sgm 6
FLU B sgm 7
FLU B sgm 8

Human parainfluenza 3
Human parainfluenza 3

Human rubulavirus 2
Respiratory syncytial virus

Adenovirus Type 1


Adenovirus Type 3


Adenovirus Type 31

ZeptoMetrix taxa

Influenza A 
H1N1  

pandemic  
A/NY/

02/2009 

Metapneumonia virus 8
Parainfluenza Type 1
Parainfluenza Type 4

Rhinovirus 1A

Coronavirus OC43 

Influenza B 
B/Florida 

02/06


Coronavirus 229E 
Coronavirus HKU1
CoronavirusNL43

Parainfluenza Type 2

Parainfluenza Type 3

Influenza A 

H3N2  A/

Brisbane/

10/07

Influenza A 
H1N1   A/

New 
Caledonia /

20/1999

RSV A

Supplementary Result Figure 6: ZeptoMetrix RP 2.1 sequencing and classification 
comparison between inStrain and Kraken2/Bracken 
inStrain with option 2 parameters (no database mode, min genome coverage 0, min read 

ani of 0.9) compared with Kraken2/Bracken analysis using HQ paired end short read 

sequences from the ZeptoMetrix Respiratory Virus Control 1 and 2. The relative 

abundances of the identified viral signals are shown in a heat map generated in 

GraphPad Prism (v 10.0.3). The ZeptoMetrix taxa are shown in boxes and single lines 

under the heading 'ZeptoMetrix taxa'. The Zepto Metrix control was sequenced using the 

same viral bait capture methods used in the Pilot 2 experiment.

Adenovirus Type 1


Adenovirus Type 3


Adenovirus Type 31

ZeptoMetrix RP 2.1 
Control 2

ZeptoMetrix RP 2.1 
Control 1

Influenza A 2009 H1N1

Metapneumonia virus 8

Parainfluenza Type 1
Parainfluenza Type 4

Rhinovirus 1A

Coronavirus OC43 
Influenza B

Coronavirus 229E 
Coronavirus HKU1
CoronavirusNL43

Parainfluenza Type 2

Parainfluenza Type 3

Kraken2/BrackenZeptoMetrix taxa

a b

ZeptoMetrix RP 2.1

Control 2

ZeptoMetrix RP 2.1 
Control 1

0.026 0.003 0.001 0.002

95.258 92.243 94.988 95.170 0.002 0.004 0.007

0.512 0.136 2.300 2.105 0.001 0.001

0.001 0.001 0.001 0.002

3.986 7.215 2.533 2.584 14.425 4.308 1.193 1.271

0.015 0.002 0.001 0.001

0.030 0.082 0.034 0.038

0.035 0.124 0.045 0.051

0.100 0.096 0.003 0.002

0.037 0.097 0.095 0.045

0.354 0.118 0.097 0.104

0.066 0.035 0.016 0.018

20.285 37.150 42.496 40.462

0.012 0.013 0.014

1.524 3.170 3.060 2.987

7.415 8.066 9.854 9.540

24.982 26.349 20.667 23.303

30.693 20.561 22.505 22.204

0.257 0.229 0.092 0.089

ve
S
EQ

 8
pl

ex

R
V
I-

se
q 

8p
le

x

Il
lu

m
in

a 
3p

le
x

Il
lu

m
in

a 
8p

le
x

ve
S
EQ

 8
pl

ex

R
V
I-

se
q 

8p
le

x

Il
lu

m
in

a 
3p

le
x

Il
lu

m
in

a 
8p

le
x

Human mastadenovirus A

Human mastadenovirus B

Human mastadenovirus C

Human mastadenovirus E

Influenza A virus

Human metapneumovirus

Human respirovirus 1

Human orthorubulavirus 4

Rhinovirus A

SARS-CoV2

Bovine orthopneumovirus

Human orthopneumovirus

Human coronavirus 229E

Human coronavirus HKU1

Human coronavirus NL63

Betacoronavirus 1

Influenza B virus

Human orthorubulavirus 2

Human respirovirus 3


